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genetic testing, which is both costly and time
consuming.

« MIRNA staining was evaluated in tumor nuclel
and benign epithelium as weak, moderate, or
strong; percent positivity was estimated as focal
(<50%) or diffuse (>50%).

Tumor
Category

Total
Cases

miR-17 +

miR-21 +

let-7a +

Molecular
subtype

Wild
type

7 (100%)

7 (100%)

7 (100%)

Basal: 2
Luminal: 5

BRCA
mutated

1 (17%)

1 (17%)

3 (50%)

Basal: 1
Luminal: 5

* The relationship of these miRNA's to BRCA
associated pathways in breast carcinoma requires
further investigation.




